Crosslinker References from the Literature

Description: Textspresso was used to mine Pub Med Central for all occurrences of the UVP Crosslinkers.
Key search terms include CL-1000, CL1000, CX-2000, CX2000, UVP [AND] Crosslinker. Every article was
mined to confirm our instrument was used. The categorizations below are our own and only here to
help guide our customers for Applications support.

References

Bacterial Inactivation

Beyene, G.T., Balasingham, S.V., Frye, S.A., Namouchi, A., Homberset, H., Kalayou, S., Riaz, T., Ténjum,
T., 2016. Characterization of the Neisseria meningitidis Helicase RecG. PLOS ONE 11, e0164588.
https://doi.org/10.1371/journal.pone.0164588

Frye, S.A., Beyene, G.T., Namouchi, A., Gdmez-Mufioz, M., Homberset, H., Kalayou, S., Riaz, T., Tgnjum,
T., Balasingham, S.V., 2017. The helicase DinG responds to stress due to DNA double strand
breaks. PLOS ONE 12, e0187900. https://doi.org/10.1371/journal.pone.0187900

Lund, L.D., Ingmer, H., Frgkizer, H., 2016. D-Alanylation of Teichoic Acids and Loss of Poly-N-Acetyl
Glucosamine in Staphylococcus aureus during Exponential Growth Phase Enhance IL-12
Production in Murine Dendritic Cells. PLoS One 11.
https://doi.org/10.1371/journal.pone.0149092

Scott, T.A., Quintaneiro, L.M., Norvaisas, P., Lui, P.P., Wilson, M.P., Leung, K.-Y., Herrera-Dominguez, L.,
Sudiwala, S., Pessia, A., Clayton, P.T., Bryson, K., Velagapudi, V., Mills, P.B., Typas, A., Greene,
N.D.E., Cabreiro, F., 2017. Host-Microbe Co-metabolism Dictates Cancer Drug Efficacy in
C. elegans. Cell 169, 442-456.e18. https://doi.org/10.1016/j.cell.2017.03.040

Tomek, M.B., Maresch, D., Windwarder, M., Friedrich, V., Janesch, B., Fuchs, K., Neumann, L., Nimeth, 1.,
Zwickl, N.F., Dohm, J.C., Everest-Dass, A., Kolarich, D., Himmelbauer, H., Altmann, F., Schaffer,
C., 2018. A General Protein O-Glycosylation Gene Cluster Encodes the Species-Specific Glycan of
the Oral Pathogen Tannerella forsythia: O-Glycan Biosynthesis and Immunological Implications.
Front. Microbiol. 9, 2008. https://doi.org/10.3389/fmicb.2018.02008

DNA crosslinking to membrane (not Southern Blotting)

Agarwal, S., Cho, T.Y., 2018. Biochemical and structural characterization of a novel cooperative binding
mode by Pit-1 with CATT repeats in the macrophage migration inhibitory factor promoter.
Nucleic Acids Res 46, 929-941. https://doi.org/10.1093/nar/gkx1183

Banh, R.S,, lorio, C., Marcotte, R., Xu, Y., Cojocari, D., Rahman, A.A., Pawling, J., Zhang, W., Sinha, A.,
Rose, C.M., Isasa, M., Zhang, S., Wu, R., Virtanen, C., Hitomi, T., Habu, T., Sidhu, S.S., Koizumi, A.,
Wilkins, S.E., Kislinger, T., Gygi, S.P., Schofield, C.J., Dennis, J.W., Wouters, B.G., Neel, B.G., 2016.
PTP1B regulates non-mitochondrial oxygen consumption via RNF213 to promote tumour
survival during hypoxia. Nat Cell Biol 18, 803—813. https://doi.org/10.1038/ncb3376

Chen, S., Li, H., Zhang, J., Jiang, S., Zhang, M., Xu, Y., Dong, K., Yang, Y., Fang, Q., Jia, W., 2017.
Identification of Sp1 as a Transcription Activator to Regulate Fibroblast Growth Factor 21 Gene
Expression. Biomed Res Int 2017. https://doi.org/10.1155/2017/8402035

HATANAKA, N., KAMEI, K., SOMROOP, S., AWASTHI, S.P., ASAKURA, M., MISAWA, N., HINENOYA, A.,
YAMASAKI, S., 2017. A PCR-RFLP assay to detect and type cytolethal distending toxin (cdt) genes
in Campylobacter hyointestinalis. J Vet Med Sci 79, 336—342. https://doi.org/10.1292/jvms.16-
0263



Ishida, K., Varrecchia, M., Knudsen, G.M., Jolly, E.R., 2014. Immunolocalization of Anti-Hsf1 to the
Acetabular Glands of Infectious Schistosomes Suggests a Non-Transcriptional Function for This
Transcriptional Activator. PLoS Negl Trop Dis 8. https://doi.org/10.1371/journal.pntd.0003051

Izumikawa, K., Nobe, Y., Ishikawa, H., Yamauchi, Y., Taoka, M., Sato, K., Nakayama, H., Simpson, R.J.,
Isobe, T., Takahashi, N., 2019. TDP-43 regulates site-specific 2’-O-methylation of U1 and U2
snRNAs via controlling the Cajal body localization of a subset of C/D scaRNAs. Nucleic Acids Res
47, 2487-2505. https://doi.org/10.1093/nar/gkz086

Kibler, C.E., Milligan, S.L., Farris, T.R., Zhu, B., Mitra, S., McBride, J.W., 2018. Ehrlichia chaffeensis TRP47
enters the nucleus via a MYND-binding domain-dependent mechanism and predominantly binds
enhancers of host genes associated with signal transduction, cytoskeletal organization, and
immune response. PLoS ONE 13, e0205983. https://doi.org/10.1371/journal.pone.0205983

Ma, C., Niu, R., Huang, T., Shao, L.-W., Peng, Y., Ding, W., Wang, Y., Jia, G., He, C,, Li, C.-Y., He, A, Liu, Y.,
2019. N6-methyldeoxyadenine is a transgenerational epigenetic signal for mitochondrial stress
adaptation. Nature Cell Biology 21, 319-327. https://doi.org/10.1038/s41556-018-0238-5

Mahfouz, M.M,, Li, L., Piatek, M., Fang, X., Mansour, H., Bangarusamy, D.K., Zhu, J.-K., 2012. Targeted
transcriptional repression using a chimeric TALE-SRDX repressor protein. Plant Mol Biol 78, 311-
321. https://doi.org/10.1007/s11103-011-9866-x

Milligan, J.N., Jolly, E.R., 2012. Identification and Characterization of a Mef2 Transcriptional Activator in
Schistosome Parasites. PLoS Negl Trop Dis 6. https://doi.org/10.1371/journal.pntd.0001443

Qiu, K., Li, Z., Yang, Z., Chen, J., Wu, S., Zhu, X., Gao, S., Gao, J., Ren, G., Kuai, B., Zhou, X., 2015. EIN3 and
ORE1 Accelerate Degreening during Ethylene-Mediated Leaf Senescence by Directly Activating
Chlorophyll Catabolic Genes in Arabidopsis. PLoS Genet. 11, e1005399.
https://doi.org/10.1371/journal.pgen.1005399

Song, H.-K., Lee, G.-S., Park, S.H., Noh, E.-M., Kim, J.-M., Ryu, D.-G., Jung, S.H., Youn, H.J,, Lee, Y.-R,,
Kwon, K.-B., 2017. Crotonis Fructus Extract Inhibits 12-O-Tetradecanoylphorbol-13-Acetate-
Induced Expression of Matrix Metalloproteinase-9 via the Activator Protein-1 Pathway in MCF-7
Cells. J Breast Cancer 20, 234-239. https://doi.org/10.4048/jbc.2017.20.3.234

Southern Blotting

Bailey, A.M., Alberti, F., Kilaru, S., Collins, C.M., de Mattos-Shipley, K., Hartley, A.J., Hayes, P., Griffin, A.,
Lazarus, C.M., Cox, R.J., Willis, C.L., O’'Dwyer, K., Spence, D.W., Foster, G.D., 2016. Identification
and manipulation of the pleuromutilin gene cluster from Clitopilus passeckerianus for increased
rapid antibiotic production. Scientific Reports 6, 1-11. https://doi.org/10.1038/srep25202

Gerrish, R.S., Lee, J.E., Reed, J., Williams, J., Farrell, L.D., Spiegel, K.M., Sheridan, P.P., Shields, M.S., 2007.
PCR versus Hybridization for Detecting Virulence Genes of Enterohemorrhagic Escherichia coli.
Emerg Infect Dis 13, 1253—1255. https://doi.org/10.3201/eid1308.060428

Hu, J., Chen, G., Zhang, H., Qian, Q., Ding, Y., 2016. Comparative transcript profiling of alloplasmic male-
sterile lines revealed altered gene expression related to pollen development in rice (Oryza sativa
L.). BMC Plant Biol. 16, 175. https://doi.org/10.1186/s12870-016-0864-7

Kayano, Y., Tanaka, A., Takemoto, D., 2018. Two closely related Rho GTPases, Cdc42 and RacA, of the en-
dophytic fungus Epichloé festucae have contrasting roles for ROS production and symbiotic
infection synchronized with the host plant. PLOS Pathogens 14, e1006840.
https://doi.org/10.1371/journal.ppat.1006840

Laia, M.L., Moreira, L.M., Dezajacomo, J., Brigati, J.B., Ferreira, C.B., Ferro, M.l., Silva, A.C., Ferro, J.A,,
Oliveira, J.C., 2009. New genes of Xanthomonas citri subsp. citri involved in pathogenesis and
adaptation revealed by a transposon-based mutant library. BMC Microbiol 9, 12.
https://doi.org/10.1186/1471-2180-9-12



Miyamoto, K., Yumine, N., Mimura, K., Nagahama, M., Li, J., McClane, B.A., Akimoto, S., 2011.
Identification of Novel Clostridium perfringens Type E Strains That Carry an lota Toxin Plasmid
with a Functional Enterotoxin Gene. PLoS One 6. https://doi.org/10.1371/journal.pone.0020376

Niu, C., Livingston, C.M,, Li, L., Beran, R.K., Daffis, S., Ramakrishnan, D., Burdette, D., Peiser, L., Salas, E.,
Ramos, H., Yu, M., Cheng, G., Strubin, M., Iv, W.E.D., Fletcher, S.P., 2017. The Smc5/6 Complex
Restricts HBV when Localized to ND10 without Inducing an Innate Immune Response and Is
Counteracted by the HBV X Protein Shortly after Infection. PLOS ONE 12, e0169648.
https://doi.org/10.1371/journal.pone.0169648

Shibata, H., Komura, S., Yamada, Yosuke, Sankoda, N., Tanaka, A., Ukai, T., Kabata, M., Sakurai, S., Kuze,
B., Woltjen, K., Haga, H., Ito, Y., Kawaguchi, Y., Yamamoto, T., Yamada, Yasuhiro, 2018. In vivo
reprogramming drives Kras -induced cancer development. Nature Communications 9, 1-16.
https://doi.org/10.1038/s41467-018-04449-5

Straschewski, S., Warmer, M., Frascaroli, G., Hohenberg, H., Mertens, T., Winkler, M., 2010. Human
Cytomegaloviruses Expressing Yellow Fluorescent Fusion Proteins - Characterization and Use in
Antiviral Screening. PLOS ONE 5, e9174. https://doi.org/10.1371/journal.pone.0009174

Yamazaki, K., Kashimoto, T., Morita, M., Kado, T., Matsuda, K., Yamasaki, M., Ueno, S., 2019.
Identification of in vivo Essential Genes of Vibrio vulnificus for Establishment of Wound Infection
by Signature-Tagged Mutagenesis. Front Microbiol 10.
https://doi.org/10.3389/fmicbh.2019.00123

DNA Fixation to Slides

Pourjahed, A., Rabiee, M., Tahriri, M., 2013. Development of Polymer-Coated Glass Slides as Optical
Oligonucleotide Microarrays. Avicenna J Med Biotechnol 5, 241-250.

Zhao, J.-J., Hua, Y.-J., Sun, D.-G., Meng, X.-X., Xiao, H.-S., Ma, X., 2006. Genome-wide microRNA profiling
in human fetal nervous tissues by oligonucleotide microarray. Childs Nerv Syst 22, 1419-1425.
https://doi.org/10.1007/s00381-006-0173-9

DNA-protein crosslinking

Karger, A.B., Park, S., Reyes, S., Bienengraeber, M., Dyer, R.B., Terzic, A., Alekseev, A.E., 2008. Role for
SUR2A ED Domain in Allosteric Coupling within the KATP Channel Complex. J Gen Physiol 131,
185-196. https://doi.org/10.1085/jgp.200709852

Lin, H.-Y., Liu, J.-H., Cheng, K.-L., Lin, J.-Y., Liu, N.-R., Meng, M., 2015. A novel binding of GTP stabilizes
the structure and modulates the activities of human phosphoglucose isomerase/autocrine
motility factor. Biochem Biophys Rep 2, 14-22. https://doi.org/10.1016/j.bbrep.2015.04.003

DNA-RNA Crosslinking

Zheng, K., Wu, R., He, Y., Xiao, S., Zhang, J., Liu, J., Hao, Y., Tan, Z., 2014. A competitive formation of
DNA:RNA hybrid G-quadruplex is responsible to the mitochondrial transcription termination at
the DNA replication priming site. Nucleic Acids Res 42, 10832-10844.
https://doi.org/10.1093/nar/gku764

Zheng, K., Xiao, S., Liu, J., Zhang, J., Hao, Y., Tan, Z., 2013. Co-transcriptional formation of DNA:RNA
hybrid G-quadruplex and potential function as constitutional cis element for transcription
control. Nucleic Acids Res 41, 5533-5541. https://doi.org/10.1093/nar/gkt264

Fungal Inactivation

Jia, X.-M., Tang, B., Zhu, L.-L., Liu, Y.-H., Zhao, X.-Q., Gorjestani, S., Hsu, Y.-M.S., Yang, L., Guan, J.-H., Xu,
G.-T., Lin, X., 2014. CARD9 mediates Dectin-1-induced ERK activation by linking Ras-GRF1 to H-
Ras for antifungal immunity. J Exp Med 211, 2307-2321. https://doi.org/10.1084/jem.20132349



Liu, W., Zou, Z., Huang, X., Shen, H., He, L.J,, Chen, S.M,, Li, L.P., Yan, L., Zhang, S.Q., Zhang, J.D., Xu, Z.,
Xu, G.T., An, M.M,, Jiang, Y.Y., 2016. Bst1 is required for Candida albicans infecting host via
facilitating cell wall anchorage of Glycosylphosphatidyl inositol anchored proteins. Sci Rep 6,
34854, https://doi.org/10.1038/srep34854

Nimmanee, P., Woo, P.C.Y., Vanittanakom, P., Youngchim, S., Vanittanakom, N., 2014. Functional
Analysis of atfA Gene to Stress Response in Pathogenic Thermal Dimorphic Fungus Penicillium
marneffei. PLOS ONE 9, e111200. https://doi.org/10.1371/journal.pone.0111200

Sun, Y., Gadoury, C., Hirakawa, M.P., Bennett, R.J., Harcus, D., Marcil, A., Whiteway, M., 2016. Deletion
of a Ycil Domain Protein of Candida albicans Allows Homothallic Mating in MITL Heterozygous
Cells. mBio 7, e00465-16, /mbio/7/2/e00465-16.atom. https://doi.org/10.1128/mBio.00465-16

Voelz, K., Gratacap, R.L., Wheeler, R.T., 2015. A zebrafish larval model reveals early tissue-specific innate
immune responses to Mucor circinelloides. Dis Model Mech 8, 1375-1388.
https://doi.org/10.1242/dmm.019992

Wheeler, R.T., Fink, G.R., 2006. A Drug-Sensitive Genetic Network Masks Fungi from the Immune
System. PLoS Pathog 2. https://doi.org/10.1371/journal.ppat.0020035

Zhang, S.Q., Zou, Z., Shen, H., Shen, S.S., Miao, Q., Huang, X., Liu, W., Li, L.P., Chen, S.M,, Yan, L., Zhang,
1.D., Zhao, J.J., Xu, G.T., An, M.M.,, Jiang, Y.Y., 2016. Mnn10 Maintains Pathogenicity in Candida
albicans by Extending a-1,6-Mannose Backbone to Evade Host Dectin-1 Mediated Antifungal
Immunity. PLOS Pathogens 12, e1005617. https://doi.org/10.1371/journal.ppat.1005617

Lipid-Lipid Crosslinking

Laabei, M., Jamieson, W.D., Massey, R.C., Jenkins, A.T.A., 2014. Staphylococcus aureus Interaction with
Phospholipid Vesicles — A New Method to Accurately Determine Accessory Gene Regulator (agr)
Activity. PLoS ONE 9, e87270. https://doi.org/10.1371/journal.pone.0087270

Photostability/photoluminescence

Lai, W.L., Goh, K.L., 2015. Consequences of Ultra-Violet Irradiation on the Mechanical Properties of
Spider Silk. J Funct Biomater 6, 901-916. https://doi.org/10.3390/jfb6030901

Wou, L., Luderer, M., Yang, X., Swain, C., Zhang, H., Nelson, K., Stacy, A.J., Shen, B., Lanza, G.M., Pan, D.,
2013. Surface Passivation of Carbon Nanoparticles with Branched Macromolecules Influences
Near Infrared Bioimaging. Theranostics 3, 677-686. https://doi.org/10.7150/thno.6535

Mutation Biology (generic term to describe an array of applications)

UV-induced Mutations

Awais, R., Spiller, D.G., White, M.R.H., Paraoan, L., 2016. p63 is required beside p53 for PERP-mediated
apoptosis in uveal melanoma. Br J Cancer 115, 983—-992. https://doi.org/10.1038/bjc.2016.269

Beacham, T.A., Macia, V.M., Rooks, P., White, D.A., Ali, S.T., 2015. Altered lipid accumulation in
Nannochloropsis salina CCAP849/3 following EMS and UV induced mutagenesis. Biotechnology
Reports 7, 87-94. https://doi.org/10.1016/j.btre.2015.05.007

Becker, J.R., Gallo, D., Leung, W., Croissant, T., Thu, Y.M., Nguyen, H.D., Starr, T.K., Brown, G.W.,
Bielinsky, A.-K., 2018. Flap endonuclease overexpression drives genome instability and DNA
damage hypersensitivity in a PCNA-dependent manner. Nucleic Acids Res 46, 5634-5650.
https://doi.org/10.1093/nar/gky313

Becker, J.R., Pons, C., Nguyen, H.D., Costanzo, M., Boone, C., Myers, C.L., Bielinsky, A.-K., 2015. Genetic
Interactions Implicating Postreplicative Repair in Okazaki Fragment Processing. PLoS Genet 11.
https://doi.org/10.1371/journal.pgen.1005659

Blanco, S., Dietmann, S., Flores, J.V., Hussain, S., Kutter, C., Humphreys, P., Lukk, M., Lombard, P., Treps,
L., Popis, M., Kellner, S., Holter, S.M., Garrett, L., Wurst, W., Becker, L., Klopstock, T., Fuchs, H.,



Gailus-Durner, V., Hrabé de Angelis, M., Karadéttir, R.T., Helm, M., Ule, J., Gleeson, J.G., Odom,
D.T., Frye, M., 2014. Aberrant methylation of tRNAs links cellular stress to neuro-developmental
disorders. EMBO J 33, 2020-2039. https://doi.org/10.15252/embj.201489282

Bodine, T.J., Evangelista, M.A., Chang, H.T., Ayoub, C.A., Samuel, B.S., Sucgang, R., Zechiedrich, L., 2017.
Escherichia coli DNA ligase B may mitigate damage from oxidative stress. PLoS One 12.
https://doi.org/10.1371/journal.pone.0180800

Boyd, W.A., Crocker, T.L., Rodriguez, A.M., Leung, M.C.K., Lehmann, D.W., Freedman, J.H., Van Houten,
B., Meyer, J.N., 2010. Nucleotide excision repair genes are expressed at low levels and are not
detectably inducible in Caenorhabditis elegans somatic tissues, but their function is required for
normal adult life after UVC exposure. Mutat Res 683, 57—67.
https://doi.org/10.1016/j.mrfmmm.2009.10.008

Burgess, H.M., Richardson, W.A., Anderson, R.C., Salaun, C., Graham, S.V., Gray, N.K., 2011. Nuclear
relocalisation of cytoplasmic poly(A)-binding proteins PABP1 and PABP4 in response to UV
irradiation reveals mRNA-dependent export of metazoan PABPs. J Cell Sci 124, 3344—-3355.
https://doi.org/10.1242/jcs.087692

Chitale, S., Richly, H., 2018. DICER- and MMSET-catalyzed H4K20me?2 recruits the nucleotide excision
repair factor XPA to DNA damage sites. J Cell Biol 217, 527-540.
https://doi.org/10.1083/jcb.201704028

Chitale, S., Richly, H., 2017a. DICER and ZRF1 contribute to chromatin decondensation during nucleotide
excision repair. Nucleic Acids Res 45, 5901-5912. https://doi.org/10.1093/nar/gkx261

Chitale, S., Richly, H., 2017b. Nuclear organization of nucleotide excision repair is mediated by RING1B
dependent H2A-ubiquitylation. Oncotarget 8, 30870-30887.
https://doi.org/10.18632/oncotarget. 16142

Colosio, A, Frattini, C., Pellicano, G., Villa-Hernandez, S., Bermejo, R., 2016. Nucleolytic processing of
aberrant replication intermediates by an Exol-Dna2-Sae2 axis counteracts fork collapse-driven
chromosome instability. Nucleic Acids Res 44, 10676—10690.
https://doi.org/10.1093/nar/gkw858

Daitoku, H., Kaneko, Y., Yoshimochi, K., Matsumoto, K., Araoi, S., Sakamaki, J., Takahashi, Y., Fukamizu,
A., 2016. Nontranscriptional Function of FOXO1/DAF-16 Contributes to Translesion DNA
Synthesis. Mol Cell Biol 36, 2755-2766. https://doi.org/10.1128/MCB.00265-16

de Jaeger, L., Verbeek, R.E., Draaisma, R.B., Martens, D.E., Springer, J., Eggink, G., Wijffels, R.H., 2014.
Superior triacylglycerol (TAG) accumulation in starchless mutants of Scenedesmus obliquus: (1)
mutant generation and characterization. Biotechnology for Biofuels 7, 69.
https://doi.org/10.1186/1754-6834-7-69

de Pedro, I., Alonso-Lecue, P., Sanz-Gémez, N., Freije, A., Gandarillas, A., 2018. Sublethal UV irradiation
induces squamous differentiation via a p53-independent, DNA damage-mitosis checkpoint. Cell
Death & Disease 9, 1-12. https://doi.org/10.1038/s41419-018-1130-8

Deatherage, D.E., Leon, D., Rodriguez, A.E., Omar, S.K., Barrick, J.E., 2018. Directed evolution of
Escherichia coli with lower-than-natural plasmid mutation rates. Nucleic Acids Res 46, 9236—
9250. https://doi.org/10.1093/nar/gky751

Deshar, R., Yoo, W., Cho, E.-B., Kim, S., Yoon, J.-B., 2019. RNF8 mediates NONO degradation following
UV-induced DNA damage to properly terminate ATR-CHK1 checkpoint signaling. Nucleic Acids
Res 47, 762—778. https://doi.org/10.1093/nar/gky1166

Federico, M.B., Vallerga, M.B., Radl, A., Paviolo, N.S., Bocco, J.L., Di Giorgio, M., Soria, G., Gottifredi, V.,
2016. Chromosomal Integrity after UV Irradiation Requires FANCD2-Mediated Repair of Double
Strand Breaks. PLoS Genet 12. https://doi.org/10.1371/journal.pgen.1005792



Fredriksson, N.J., Elliott, K., Filges, S., Van den Eynden, J., Stahlberg, A., Larsson, E., 2017. Recurrent
promoter mutations in melanoma are defined by an extended context-specific mutational
signature. PLoS Genet. 13, e1006773. https://doi.org/10.1371/journal.pgen.1006773

Giampieri, S., Storey, A., 2004. Repair of UV-induced thymine dimers is compromised in cells expressing
the E6 protein from human papillomaviruses types 5 and 18. Br J Cancer 90, 2203-2209.
https://doi.org/10.1038/sj.bjc.6601829

Golla, U., Singh, V., Azad, G.K., Singh, P., Verma, N., Mandal, P., Chauhan, S., Tomar, R.S., 2013. Senlp
Contributes to Genomic Integrity by Regulating Expression of Ribonucleotide Reductase 1
(RNR1) in Saccharomyces cerevisiae. PLoS One 8. https://doi.org/10.1371/journal.pone.0064798

Gracheva, E., Chitale, S., Wilhelm, T., Rapp, A., Byrne, J., Stadler, J., Medina, R., Cardoso, M.C., Richly, H.,
2016. ZRF1 mediates remodeling of E3 ligases at DNA lesion sites during nucleotide excision
repair. J Cell Biol 213, 185-200. https://doi.org/10.1083/jcb.201506099

Hai Bang, T., Suhara, H., Doi, K., Ishikawa, H., Fukami, K., Parajuli, G.P., Katakura, Y., Yamashita, S.,
Watanabe, K., Adhikari, M.K., Manandhar, H.K., Kondo, R., Shimizu, K., 2014. Wild Mushrooms in
Nepal: Some Potential Candidates as Antioxidant and ACE-Inhibition Sources. Evid Based
Complement Alternat Med 2014. https://doi.org/10.1155/2014/195305

Hall, A.E., Lu, W.-T., Godfrey, J.D., Antonov, A.V., Paicu, C., Moxon, S., Dalmay, T., Wilczynska, A., Muller,
P.A.J., Bushell, M., 2016. The cytoskeleton adaptor protein ankyrin-1 is upregulated by p53
following DNA damage and alters cell migration. Cell Death Dis 7, e2184.
https://doi.org/10.1038/cddis.2016.91

Hammond-Martel, I., Pak, H., Yu, H., Rouget, R., Horwitz, A.A., Parvin, J.D., Drobetsky, E.A., Affar, E.B.,
2010. PI 3 Kinase Related Kinases-Independent Proteolysis of BRCA1 Regulates Rad51
Recruitment during Genotoxic Stress in Human Cells. PLoS One 5.
https://doi.org/10.1371/journal.pone.0014027

Han, T.X., Xu, X.-Y., Zhang, M.-J., Peng, X., Du, L.-L., 2010. Global fitness profiling of fission yeast deletion
strains by barcode sequencing. Genome Biology 11, R60. https://doi.org/10.1186/gb-2010-11-6-
ré0

Han, X., Dorsey-Oresto, A., Malik, M., Wang, J.-Y., Drlica, K., Zhao, X., Lu, T., 2010. Escherichia coli genes
that reduce the lethal effects of stress. BMC Microbiol 10, 35. https://doi.org/10.1186/1471-
2180-10-35

Heyn, P., Stenzel, U., Briggs, A.W., Kircher, M., Hofreiter, M., Meyer, M., 2010. Road blocks on
paleogenomes—polymerase extension profiling reveals the frequency of blocking lesions in
ancient DNA. Nucleic Acids Res 38, e161. https://doi.org/10.1093/nar/gkq572

Ismail, F., kram, M., Purdie, K., Harwood, C., Leigh, I., Storey, A., 2011. Cutaneous Squamous Cell
Carcinoma (SCC) and the DNA Damage Response: pATM Expression Patterns in Pre-Malignant
and Malignant Keratinocyte Skin Lesions. PLoS One 6.
https://doi.org/10.1371/journal.pone.0021271

Jung, K.-W., Yang, D.-H., Kim, M.-K., Seo, H.S., Lim, S., Bahn, Y.-S., 2016. Unraveling Fungal Radiation
Resistance Regulatory Networks through the Genome-Wide Transcriptome and Genetic
Analyses of Cryptococcus neoformans. mBio 7. https://doi.org/10.1128/mBi0.01483-16

Jung, Y., Kim, H.D., Yang, H.W., Kim, H.J., Jang, C.-Y., Kim, J., 2017. Modulating cellular balance of Rps3
mono-ubiquitination by both Hel2 E3 ligase and Ubp3 deubiquitinase regulates protein quality
control. Exp Mol Med 49, €390. https://doi.org/10.1038/emm.2017.128

Kim, C., Yang, J., Jeong, S.-H., Kim, H., Park, G., Shin, H.B., Ro, M., Kim, K.-Y., Park, Y., Kim, K.P., Kwack, K.,
2018. Yeast-based assays for characterization of the functional effects of single nucleotide
polymorphisms in human DNA repair genes. PLoS One 13.
https://doi.org/10.1371/journal.pone.0193823



Kim, S.-B., Timmusk, S., 2013. A Simplified Method for Gene Knockout and Direct Screening of
Recombinant Clones for Application in Paenibacillus polymyxa. PLoS One 8.
https://doi.org/10.1371/journal.pone.0068092

Kuo, C.-Y., Chou, W.-C., Wu, C.-C., Wong, T.-S., Kakadiya, R., Lee, T.-C., Su, T.-L., Wang, H.-C., 2015.
Repairing of N-mustard derivative BO-1055 induced DNA damage requires NER, HR, and MGMT-
dependent DNA repair mechanisms. Oncotarget 6, 25770-25783.

Kuroyanagi, H., Ohno, G., Sakane, H., Maruoka, H., Hagiwara, M., 2010. Visualization and genetic
analysis of alternative splicing regulation in vivo using fluorescence reporters in transgenic
Caenorhabditis elegans. Nature Protocols 5, 1495-1517.
https://doi.org/10.1038/nprot.2010.107

Lee, M.-H., Wang, L., Chang, Z.-F., 2014. The contribution of mitochondrial thymidylate synthesis in
preventing the nuclear genome stress. Nucleic Acids Research 42, 4972-4984,
https://doi.org/10.1093/nar/gku152

Lee, S.-J., Gartner, A., Hyun, M., Ahn, B., Koo, H.-S., 2010. The Caenorhabditis elegans Werner Syndrome
Protein Functions Upstream of ATR and ATM in Response to DNA Replication Inhibition and
Double-Strand DNA Breaks. PLoS Genet 6. https://doi.org/10.1371/journal.pgen.1000801

Li, A., Wei, G., Wang, Y., Zhou, Y., Zhang, X., Bi, L., Chen, R., 2012. Identification of Intermediate-Size
Non-Coding RNAs Involved in the UV-Induced DNA Damage Response in C. elegans. PLoS One 7.
https://doi.org/10.1371/journal.pone.0048066

Luijsterburg, M.S., Dinant, C., Lans, H., Stap, J., Wiernasz, E., Lagerwerf, S., Warmerdam, D.O., Lindh, M.,
Brink, M.C., Dobrucki, J.W., Aten, J.A., Fousteri, M.l., Jansen, G., Dantuma, N.P., Vermeulen, W.,,
Mullenders, L.H.F., Houtsmuller, A.B., Verschure, P.J., van Driel, R., 2009. Heterochromatin
protein 1 is recruited to various types of DNA damage. J Cell Biol 185, 577-586.
https://doi.org/10.1083/jcb.200810035

Luijsterburg, M.S., Lindh, M., Acs, K., Vrouwe, M.G., Pines, A., van Attikum, H., Mullenders, L.H.,
Dantuma, N.P., 2012. DDB2 promotes chromatin decondensation at UV-induced DNA damage. J
Cell Biol 197, 267-281. https://doi.org/10.1083/jcb.201106074

Mansilla, S.F., Soria, G., Vallerga, M.B., Habif, M., Martinez-Lépez, W., Prives, C., Gottifredi, V., 2013. UV-
triggered p21 degradation facilitates damaged-DNA replication and preserves genomic stability.
Nucleic Acids Res 41, 6942—6951. https://doi.org/10.1093/nar/gkt475

Meyer, J.N., Boyd, W.A., Azzam, G.A., Haugen, A.C., Freedman, J.H., Van Houten, B., 2007. Decline of
nucleotide excision repair capacity in aging Caenorhabditis elegans. Genome Biol 8, R70.
https://doi.org/10.1186/gb-2007-8-5-r70

Mietus, M., Nowak, E., Jaciuk, M., Kustosz, P., Studnicka, J., Nowotny, M., 2014. Crystal structure of the
catalytic core of Rad2: insights into the mechanism of substrate binding. Nucleic Acids Res 42,
10762-10775. https://doi.org/10.1093/nar/gku729

Palani, S., Srinivasan, R., Zambon, P., Kamnev, A., Gayathri, P., Balasubramanian, M.K., 2018. Steric
hindrance in the upper 50 kDa domain of the motor Myo2p leads to cytokinesis defects in fission
yeast. J Cell Sci 131. https://doi.org/10.1242/jcs.205625

Park, J.-J., Lim, K.-H., Baek, K.-H., 2015. Annexin-1 regulated by HAUSP is essential for UV-induced
damage response. Cell Death Dis 6, €1654. https://doi.org/10.1038/cddis.2015.32

Sanchez-Alvarez, L., Visanuvimol, J.,, McEwan, A., Su, A., Imai, J.H., Colavita, A., 2011. VANG-1 and PRKL-1
Cooperate to Negatively Regulate Neurite Formation in Caenorhabditis elegans. PLOS Genetics
7,e1002257. https://doi.org/10.1371/journal.pgen.1002257

Shah, P.K., Tanner, M., Kovacevic, |., Rankin, A., Marshall, T.E., Noblett, N., Tran, N.N., Roenspies, T.,
Hung, J., Chen, Z,, Slatculescu, C., Perkins, T.J., Bao, Z., Colavita, A., 2017. PCP and SAX-3/Robo
pathways cooperate to regulate convergent-extension-based nerve cord assembly in C. elegans.
Dev Cell 41, 195-203.e3. https://doi.org/10.1016/j.devcel.2017.03.024



Sima, J., Bartlett, D.A., Gordon, M.R., Gilbert, D.M., 2018. Bacterial artificial chromosomes establish
replication timing and sub-nuclear compartment de novo as extra-chromosomal vectors. Nucleic
Acids Res 46, 1810-1820. https://doi.org/10.1093/nar/gkx1265

Taute, S., Pfister, H.J., Steger, G., 2017. Induction of Tyrosine Phosphorylation of UV-Activated EGFR by
the Beta-Human Papillomavirus Type 8 E6 Leads to Papillomatosis. Front Microbiol 8.
https://doi.org/10.3389/fmicb.2017.02197

Teh, M.-T., Gemenetzidis, E., Chaplin, T., Young, B.D., Philpott, M.P., 2010. Upregulation of FOXM1
induces genomic instability in human epidermal keratinocytes. Mol Cancer 9, 45.
https://doi.org/10.1186/1476-4598-9-45

Tyagi, A., Vishnoi, K., Kaur, H., Srivastava, Y., Roy, B.G., Das, B.C., Bharti, A.C., 2017. Cervical cancer stem
cells manifest radioresistance: Association with upregulated AP-1 activity. Scientific Reports 7,
4781. https://doi.org/10.1038/s41598-017-05162-x

Wei, Y., Wang, H.-T., Zhai, Y., Russell, P., Du, L.-L., 2014. Mdb1, a fission yeast homolog of human MDC1,
modulates DNA damage response and mitotic spindle function. PLoS ONE 9, €97028.
https://doi.org/10.1371/journal.pone.0097028

Yuan, F., Xu, Z., Yang, M., Wei, Q., Zhang, Y., Yu, J.,, Zhi, Y., Liu, Y., Chen, Z., Yang, J., 2013. Overexpressed
DNA polymerase iota regulated by JNK/c-Jun contributes to hypermutagenesis in bladder
cancer. PLoS ONE 8, e69317. https://doi.org/10.1371/journal.pone.0069317

Zhang, S., Huang, J., Shi, T, Hu, F., Zhang, L., Zhou, P.-K., Ma, D., Ma, T., Qiu, X., 2016. DCUN1D3
activates SCFSKP2 ubiquitin E3 ligase activity and cell cycle progression under UV damage.
Oncotarget 7, 58483-58491. https://doi.org/10.18632/oncotarget.11302

Programmed Cell Death

Ge, Y., Cai, Y.-M., Bonneau, L., Rotari, V., Danon, A., McKenzie, E.A., McLellan, H., Mach, L., Gallois, P.,
2016. Inhibition of cathepsin B by caspase-3 inhibitors blocks programmed cell death in
Arabidopsis. Cell Death Differ 23, 1493-1501. https://doi.org/10.1038/cdd.2016.34

Geng, K., Kumar, S., Kimani, S.G., Kholodovych, V., Kasikara, C., Mizuno, K., Sandiford, O., Rameshwar, P.,
Kotenko, S.V., Birge, R.B., 2017. Requirement of Gamma-Carboxyglutamic Acid Modification and
Phosphatidylserine Binding for the Activation of Tyro3, Axl, and Mertk Receptors by Growth
Arrest-Specific 6. Front Immunol 8. https://doi.org/10.3389/fimmu.2017.01521

Harders, R.H., Morthorst, T.H., Lande, A.D., Hesselager, M.O., Mandrup, O.A., Bendixen, E., Stensballe,
A., Olsen, A., 2018. Dynein links engulfment and execution of apoptosis via CED-4/Apafl in C.
elegans. Cell Death & Disease 9, 1-13. https://doi.org/10.1038/s41419-018-1067-y

Ishihara, Y., Tsuno, S., Ping, B., Ashizaki, T., Nakashima, M., Miura, K., Miura, Y., Yamashita, T.,
Hasegawa, J., Miura, N., 2016. Hsa-miR-520d-5p promotes survival in human dermal fibroblasts
exposed to a lethal dose of UV irradiation. NPJ Aging Mech Dis 2, 16029.
https://doi.org/10.1038/npjamd.2016.29

Kedzierska, H., Poptawski, P., Hoser, G., Rybicka, B., Rodzik, K., Sokdt, E., Bogustawska, J., Tanski, Z.,
Fogtman, A., Koblowska, M., Piekietko-Witkowska, A., 2016. Decreased Expression of SRSF2
Splicing Factor Inhibits Apoptotic Pathways in Renal Cancer. Int J Mol Sci 17.
https://doi.org/10.3390/ijms17101598

Marwick, J.A., Mills, R., Kay, O., Michail, K., Stephen, J., Rossi, A.G., Dransfield, I., Hirani, N., 2018.
Neutrophils induce macrophage anti-inflammatory reprogramming by suppressing NF-kB
activation. Cell Death & Disease 9, 1-13. https://doi.org/10.1038/s41419-018-0710-y

Muangkaew, W., Suwanmanee, S., Singkum, P., Pumeesat, P., Luplertlop, N., 2018. Effects of UVC
Irradiation on Growth and Apoptosis of Scedosporium apiospermum and Lomentospora
prolificans [WWW Document]. Interdisciplinary Perspectives on Infectious Diseases.
https://doi.org/10.1155/2018/3748594



Yoon, M.-H., Kang, S., Lee, S.-)., Woo, T.-G., Oh, A.-Y., Park, S., Ha, N.-C., Park, B.-J., 2019. p53 induces
senescence through Lamin A/C stabilization-mediated nuclear deformation. Cell Death &
Disease 10, 1-18. https://doi.org/10.1038/s41419-019-1378-7

Zhao, L., Gu, H., Chang, J., Wu, J., Wang, D., Chen, S., Yang, X., Qian, B., 2014. MicroRNA-383 Regulates
the Apoptosis of Tumor Cells through Targeting Gadd45g. PLOS ONE 9, e110472.
https://doi.org/10.1371/journal.pone.0110472

UV Protection/Skin Damage

Chiang, H.-M., Chen, H.-C., Chiu, H.-H., Chen, C.-W., Wang, S.-M., Wen, K.-C., 2013a. Neonauclea
reticulata (Havil.) Merr Stimulates Skin Regeneration after UVB Exposure via ROS Scavenging
and Modulation of the MAPK/MMPs/Collagen Pathway [WWW Document]. Evidence-Based
Complementary and Alternative Medicine. https://doi.org/10.1155/2013/324864

Chiang, H.-M.,, Chiu, H.-H., Liao, S.-T., Chen, Y.-T., Chang, H.-C., Wen, K.-C., 2013b. Isoflavonoid-Rich
Flemingia macrophylla Extract Attenuates UVB-Induced Skin Damage by Scavenging Reactive
Oxygen Species and Inhibiting MAP Kinase and MMP Expression. Evid Based Complement
Alternat Med 2013, 696879. https://doi.org/10.1155/2013/696879

Kim, K.C., Kim, D., Kim, S.C,, Jung, E., Park, D., Hyun, J.W., 2013. Empetrum nigrum var. japonicum
Extract Suppresses Ultraviolet B-Induced Cell Damage via Absorption of Radiation and Inhibition
of Oxidative Stress. Evid Based Complement Alternat Med 2013.
https://doi.org/10.1155/2013/983609

Park, E.K., Lee, H.-J., Lee, H., Kim, J.-H., Hwang, J., Koo, J.I., Kim, S.-H., 2018. The Anti-Wrinkle
Mechanism of Melatonin in UVB Treated HaCaT Keratinocytes and Hairless Mice via Inhibition of
ROS and Sonic Hedgehog Mediated Inflammatory Proteins. Int J Mol Sci 19.
https://doi.org/10.3390/ijms19071995

Qian, H., Xu, X., Niklason, L.E., 2015. Bmk-1 regulates lifespan in Caenorhabditis elegans by activating
hsp-16. Oncotarget 6, 18790-18799.

Saito, Y., Tsuruma, K., Ichihara, K., Shimazawa, M., Hara, H., 2015. Brazilian green propolis water extract
up-regulates the early expression level of HO-1 and accelerates Nrf2 after UVA irradiation. BMC
Complement Altern Med 15. https://doi.org/10.1186/s12906-015-0945-4

Song, J.H., Piao, M.J,, Han, X., Kang, K.A., Kang, H.K., Yoon, W.J., Ko, M.H., Lee, N.H., Lee, M.Y., Chae, S,,
Hyun, J.W., 2016. Anti-wrinkle effects of Sargassum muticum ethyl acetate fraction on
ultraviolet B-irradiated hairless mouse skin and mechanistic evaluation in the human HaCaT
keratinocyte cell line. Mol Med Rep 14, 2937-2944. https://doi.org/10.3892/mmr.2016.5655

Wen, K.-C,, Fan, P.-C., Tsai, S.-Y., Shih, I.-C., Chiang, H.-M., 2012. Ixora parviflora Protects against UVB-
Induced Photoaging by Inhibiting the Expression of MMPs, MAP Kinases, and COX-2 and by
Promoting Type | Procollagen Synthesis. Evid Based Complement Alternat Med 2012.
https://doi.org/10.1155/2012/417346

Wu, P.-Y., Huang, C.-C., Chu, Y., Huang, Y.-H., Lin, P., Liu, Y.-H., Wen, K.-C,, Lin, C.-Y., Hsu, M.-C., Chiang,
H.-M., 2017a. Alleviation of Ultraviolet B-Induced Photodamage by Coffea arabica Extract in
Human Skin Fibroblasts and Hairless Mouse Skin. Int J Mol Sci 18.
https://doi.org/10.3390/ijms18040782

Wu, P.-Y,, Lyu, J.-L., Liu, Y.-J., Chien, T.-Y., Hsu, H.-C., Wen, K.-C., Chiang, H.-M., 2017b. Fisetin Regulates
Nrf2 Expression and the Inflammation-Related Signaling Pathway to Prevent UVB-Induced Skin
Damage in Hairless Mice. Int J Mol Sci 18. https://doi.org/10.3390/ijms18102118

Xuan, S.H., Lee, K.S., Jeong, H.J., Park, Y.M., Ha, J.H., Park, S.N., 2019. Cosmeceutical activities of ethanol
extract and its ethyl acetate fraction from coffee silverskin. Biomater Res 23.
https://doi.org/10.1186/s40824-018-0151-9



UV Stress Assays

Ciesielska, S., Bil, P., Gajda, K., Poterala-Hejmo, A., Hudy, D., Rzeszowska-Wolny, J., 2019. Cell type-
specific differences in redox regulation and proliferation after low UVA doses. PLoS ONE 14,
€0205215. https://doi.org/10.1371/journal.pone.0205215

D’Erchia, A.M., Tullo, A., Lefkimmiatis, K., Saccone, C., Sbisa, E., 2006. The Fatty Acid Synthase Gene is a
Conserved p53 Family Target from Worm to Human. Cell Cycle 5, 9.

Guha, S., Cao, M., Kane, R.M., Savino, A.M., Zou, S., Dong, Y., 2013. The longevity effect of cranberry
extract in Caenorhabditis elegans is modulated by daf-16 and osr-1. Age (Dordr) 35, 1559-1574.
https://doi.org/10.1007/s11357-012-9459-x

Hu, M., Bai, Y., Zhang, C., Liu, F., Cui, Z., Chen, J., Peng, J., 2016. Liver-Enriched Gene 1, a Glycosylated
Secretory Protein, Binds to FGFR and Mediates an Anti-stress Pathway to Protect Liver
Development in Zebrafish. PLOS Genetics 12, e1005881.
https://doi.org/10.1371/journal.pgen.1005881

Verma, S., Jagtap, U., Goyala, A., Mukhopadhyay, A., 2018. A novel gene-diet pair modulates C. elegans
aging. PLoS Genet 14. https://doi.org/10.1371/journal.pgen.1007608

Xiong, L.-G., Huang, J.-A,, Li, J., Yu, P.-H., Xiong, Z., Zhang, J.-W., Gong, Y.-S., Liu, Z.-H., Chen, J.-H., 2014.
Black Tea Increased Survival of Caenorhabditis elegans under Stress [WWW Document].
https://doi.org/10.1021/jf503120j

Zuryn, S., Ahier, A., Portoso, M., White, E.R., Morin, M.-C., Margueron, R., Jarriault, S., 2014. Sequential
histone-modifying activities determine the robustness of transdifferentiation. Science 345, 826—
829. https://doi.org/10.1126/science.1255885

UV Survival Assays

Ferencziovd, V., Harami, G.M., Németh, J.B., Vellai, T., Kovacs, M., 2018. Functional fine-tuning between
bacterial DNA recombination initiation and quality control systems. PLOS ONE 13, e0192483.
https://doi.org/10.1371/journal.pone.0192483

Ho, P.L., Lo, W.U,, Yeung, M.K,, Lin, C.H., Chow, K.H., Ang, I., Tong, A.H.Y., Bao, J.Y.-J,, Lok, S., Lo, J.Y.C,,
2011. Complete Sequencing of pNDM-HK Encoding NDM-1 Carbapenemase from a Multidrug-
Resistant Escherichia coli Strain Isolated in Hong Kong. PLoS One 6.
https://doi.org/10.1371/journal.pone.0017989

Hwang, S., Song, S., Hong, Y.K., Choi, G., Suh, Y.S., Han, S.Y., Lee, M., Park, S.H., Lee, J.H., Lee, S., Bang,
S.M., Jeong, Y., Chung, W.-J,, Lee, |.-S., Jeong, G., Chung, J., Cho, K.S., 2013. Drosophila DJ-1
Decreases Neural Sensitivity to Stress by Negatively Regulating Daxx-Like Protein through
dFOXO. PLOS Genetics 9, €1003412. https://doi.org/10.1371/journal.pgen.1003412

Montalvo, J., Spencer, C., Hackathorn, A., Masterjohn, K., Perkins, A., Doty, C., Arumugam, A., Ongusaha,
P., Lakshmanaswamy, R., Liao, J., Mitchell, D., Bryan, B., 2013. Rock1 & 2 Perform Overlapping
and Unique Roles in Angiogenesis and Angiosarcoma Tumor Progression. Curr Mol Med 13, 205—
219. https://doi.org/10.2174/1566524011307010205

Swick, M.C., Evangelista, M.A., Bodine, T.J., Easton-Marks, J.R., Barth, P., Shah, M.J., Chung, C.A.B.,
Stanley, S., MclLaughlin, S.F., Lee, C.C., Sheth, V., Doan, Q., Hamill, R.J., Steffen, D., Becnel, L.B.,
Sucgang, R., Zechiedrich, L., 2013. Novel Conserved Genotypes Correspond to Antibiotic
Resistance Phenotypes of E. coli Clinical Isolates. PLOS ONE 8, e65961.
https://doi.org/10.1371/journal.pone.0065961

Xu, D., Wei, G, Lu, P., Luo, J., Chen, X., Skogerbg, G., Chen, R., 2014. Analysis of the p53/CEP-1 regulated
non-coding transcriptome in C. elegans by an NSR-seq strategy. Protein Cell 5, 770-782.
https://doi.org/10.1007/s13238-014-0071-y



Microfluidic Chip Fabrication

Cao, Q., Mahalanabis, M., Chang, J., Carey, B., Hsieh, C., Stanley, A., Odell, C.A., Mitchell, P., Feldman, J.,
Pollock, N.R., Klapperich, C.M., 2012. Microfluidic Chip for Molecular Amplification of Influenza
A RNA in Human Respiratory Specimens. PLOS ONE 7, e33176.
https://doi.org/10.1371/journal.pone.0033176

Polymer Curing

Aggas, J.R., Abasi, S., Smith, B., Zimmerman, M., Deprest, M., Guiseppi-Elie, A., 2018. Microfabricated
and 3-D Printed Soft Bioelectronic Constructs from PAn-PAAMPSA-Containing Hydrogels.
Bioengineering (Basel) 5. https://doi.org/10.3390/bioengineering5040087

Bedell, H.W., Song, S., Li, X., Molinich, E., Lin, S., Stiller, A., Danda, V., Ecker, M., Shoffstall, A.J., Voit,
W.E., Pancrazio, J.J., Capadona, J.R., 2018. Understanding the Effects of Both CD14-Mediated
Innate Immunity and Device/Tissue Mechanical Mismatch in the Neuroinflammatory Response
to Intracortical Microelectrodes. Front Neurosci 12. https://doi.org/10.3389/fnins.2018.00772

Davidenko, N., Bax, D.V., Schuster, C.F., Farndale, R.W., Hamaia, S.W., Best, S.M., Cameron, R.E., 2016.
Optimisation of UV irradiation as a binding site conserving method for crosslinking collagen-
based scaffolds. J Mater Sci: Mater Med 27, 14. https://doi.org/10.1007/s10856-015-5627-8

Levett, P.A., Hutmacher, D.W., Malda, J., Klein, T.J., 2014. Hyaluronic Acid Enhances the Mechanical
Properties of Tissue-Engineered Cartilage Constructs. PLoS One 9.
https://doi.org/10.1371/journal.pone.0113216

Meinert, C., Schrobback, K., Hutmacher, D.W., Klein, T.J., 2017. A novel bioreactor system for biaxial
mechanical loading enhances the properties of tissue-engineered human cartilage. Scientific
Reports 7, 16997. https://doi.org/10.1038/s41598-017-16523-x

Shoffstall, A.J., Ecker, M., Danda, V., Joshi-Imre, A, Stiller, A., Yu, M., Paiz, J.E., Mancuso, E., Bedell, H.W.,
Voit, W.E., Pancrazio, J.J., Capadona, J.R., 2018. Characterization of the Neuroinflammatory
Response to Thiol-ene Shape Memory Polymer Coated Intracortical Microelectrodes.
Micromachines (Basel) 9. https://doi.org/10.3390/mi9100486

Venkateswaran, S., Henrique Dos Santos, O.D., Scholefield, E., Lilienkampf, A., Gwynne, P.J., Swann,
D.G., Dhaliwal, K., Gallagher, M.P., Bradley, M., 2016. Fortified interpenetrating polymers —
bacteria resistant coatings for medical devices TElectronic supplementary information (ESI)
available: Supporting figures and tables, and additional experimental procedures. See DOI:
10.1039/c6tb01110a Click here for additional data file. J Mater Chem B Mater Biol Med 4, 5405—
5411. https://doi.org/10.1039/c6tb01110a

Protein-protein Crosslinking

Banerjee, S., Nandyala, A., Podili, R., Katoch, V.M., Hasnain, S.E., 2005. Comparison of Mycobacterium
tuberculosis isocitrate dehydrogenases (ICD-1 and ICD-2) reveals differences in coenzyme
affinity, oligomeric state, pH tolerance and phylogenetic affiliation. BMC Biochem 6, 20.
https://doi.org/10.1186/1471-2091-6-20

Belsom, A., Mudd, G., Giese, S., Auer, M., Rappsilber, J., 2017. Complementary Benzophenone Cross-
Linking/Mass Spectrometry Photochemistry. Anal. Chem. 89, 5319-5324.
https://doi.org/10.1021/acs.analchem.6b04938

Belsom, A., Schneider, M., Fischer, L., Mabrouk, M., Stahl, K., Brock, O., Rappsilber, J., 2016. Blind testing
cross-linking/mass spectrometry under the auspices of the 11 th critical assessment of methods
of protein structure prediction (CASP11). Wellcome Open Res 1.
https://doi.org/10.12688/wellcomeopenres.10046.1

Colosio, A, Frattini, C., Pellicano, G., Villa-Hernandez, S., Bermejo, R., 2016. Nucleolytic processing of
aberrant replication intermediates by an Exol-Dna2-Sae2 axis counteracts fork collapse-driven



chromosome instability. Nucleic Acids Res 44, 10676—10690.
https://doi.org/10.1093/nar/gkw858

Giese, S.H., Belsom, A., Rappsilber, J., 2016. Optimized Fragmentation Regime for Diazirine Photo-Cross-
Linked Peptides. Anal. Chem. 88, 8239-8247. https://doi.org/10.1021/acs.analchem.6b02082

Giese, S.H., Belsom, A., Sinn, L., Fischer, L., Rappsilber, J., 2019. Noncovalently Associated Peptides
Observed during Liquid Chromatography-Mass Spectrometry and Their Effect on Cross-Link
Analyses. Anal Chem 91, 2678-2685. https://doi.org/10.1021/acs.analchem.8b04037

Hu, C.-C., Liao, J.-H., Hsu, K.-Y, Lin, I.-L., Tsai, M.-H., Wu, W.-H., Wei, T.-T., Huang, Y.-S., Chiu, S.-J., Chen,
H.-Y., Wu, S.-H., Wu, T.-H., 2011. Role of pirenoxine in the effects of catalin on in vitro
ultraviolet-induced lens protein turbidity and selenite-induced cataractogenesis in vivo. Mol. Vis.
17, 1862-1870.

Reimer, M., Denby, E., Zustiak, S.P., Schober, J.M., 2017. Ras GAP-related and C-terminal domain-
dependent localization and tumorigenic activities of IQGAP1 in melanoma cells. PLoS One 12.
https://doi.org/10.1371/journal.pone.0189589

Ritz, U., Eberhardt, M., Klein, A., Frank, P., Gotz, H., Hofmann, A., Rommens, P.M., Jonas, U., 2018.
Photocrosslinked Dextran-Based Hydrogels as Carrier System for the Cells and Cytokines Induce
Bone Regeneration in Critical Size Defects in Mice. Gels 4. https://doi.org/10.3390/gels4030063

Shao, N., Singh, N.S., Slade, S.E., Jones, A.M.E., Balasubramanian, M.K., 2015. Site Specific Genetic
Incorporation of Azidophenylalanine in Schizosaccharomyces pombe. Scientific Reports 5, 1-10.
https://doi.org/10.1038/srep17196

White, P., Joshi, A., Rassam, P., Housden, N.G., Kaminska, R., Goult, J.D., Redfield, C., McCaughey, L.C,,
Walker, D., Mohammed, S., Kleanthous, C., 2017. Exploitation of an iron transporter for bacterial
protein antibiotic import. PNAS 114, 12051-12056. https://doi.org/10.1073/pnas.1713741114

Yang, Y., Song, H., He, D., Zhang, S., Dai, S., Lin, S., Meng, R., Wang, C., Chen, P.R., 2016. Genetically
encoded protein photocrosslinker with a transferable mass spectrometry-identifiable label.
Nature Communications 7, 12299. https://doi.org/10.1038/ncomms12299

Proteolysis

Kwong, G.A., von Maltzahn, G., Murugappan, G., Abudayyeh, O., Mo, S., Papayannopoulos, I.A.,,
Sverdlov, D.Y., Liu, S.B., Warren, A.D., Popov, Y., Schuppan, D., Bhatia, S.N., 2013. Mass-encoded
synthetic biomarkers for multiplexed urinary monitoring of disease. Nat Biotechnol 31, 63-70.
https://doi.org/10.1038/nbt.2464

Northern blotting

Bailey, A.M., Alberti, F., Kilaru, S., Collins, C.M., de Mattos-Shipley, K., Hartley, A.J., Hayes, P., Griffin, A.,
Lazarus, C.M., Cox, R.J., Willis, C.L., O’'Dwyer, K., Spence, D.W., Foster, G.D., 2016. Identification
and manipulation of the pleuromutilin gene cluster from Clitopilus passeckerianus for increased
rapid antibiotic production. Scientific Reports 6, 1-11. https://doi.org/10.1038/srep25202

Duan, G., Saint, R.B., Helliwell, C.A., Behm, C.A., Wang, M.-B., Waterhouse, P.M., Gordon, K.H.J., 2013. C.
elegans RNA-dependent RNA polymerases rrf - 1 and ego - 1 silence Drosophila transgenes by
differing mechanisms. Cell. Mol. Life Sci. 70, 1469-1481. https://doi.org/10.1007/s00018-012-
1218-8

Fladeby, C., Vik, E.S., Laerdahl, J.K., Neurauter, C.G., Heggelund, J.E., Thorgaard, E., Strem-Andersen, P.,
Bjgras, M., Dalhus, B., Alseth, I., 2012. The Human Homolog of Escherichia coli Endonuclease V Is
a Nucleolar Protein with Affinity for Branched DNA Structures. PLOS ONE 7, e47466.
https://doi.org/10.1371/journal.pone.0047466



Ganbaatar, 0., Cao, B., Zhang, Y., Bao, D., Bao, W., Wuriyanghan, H., 2017. Knockdown of Mythimna
separata chitinase genes via bacterial expression and oral delivery of RNAi effectors. BMC
Biotechnol 17. https://doi.org/10.1186/s12896-017-0328-7

Herrera, M.C., Chymkowitch, P., Robertson, J.M., Eriksson, J., Bge, S.0., Alseth, I., Enserink, J.M., 2018.
Cdk1 gates cell cycle-dependent tRNA synthesis by regulating RNA polymerase Il activity.
Nucleic Acids Res 46, 11698-11711. https://doi.org/10.1093/nar/gky846

Kruszka, K., Pacak, A., Swida-Barteczka, A., Stefaniak, A.K., Kaja, E., Sierocka, I., Karlowski, W.,
Jarmolowski, A., Szweykowska-Kulinska, Z., 2013. Developmentally regulated expression and
complex processing of barley pri-microRNAs. BMC Genomics 14, 34.
https://doi.org/10.1186/1471-2164-14-34

Lau, S.K.P., Chow, W.-N., Wong, A.Y.P., Yeung, J.M.Y., Bao, J., Zhang, N., Lok, S., Woo, P.C.Y., Yuen, K.-Y.,
2013. Identification of MicroRNA-Like RNAs in Mycelial and Yeast Phases of the Thermal
Dimorphic Fungus Penicillium marneffei. PLoS Negl Trop Dis 7.
https://doi.org/10.1371/journal.pntd.0002398

Lin, H., Miyauchi, K., Harada, T., Okita, R., Takeshita, E., Komaki, H., Fujioka, K., Yagasaki, H., Goto, Y.,
Yanaka, K., Nakagawa, S., Sakaguchi, Y., Suzuki, T., 2018. CO2-sensitive tRNA modification
associated with human mitochondrial disease. Nat Commun 9. https://doi.org/10.1038/s41467-
018-04250-4

Moloney, C., Rayaprolu, S., Howard, J., Fromholt, S., Brown, H., Collins, M., Cabrera, M., Duffy, C.,
Siemienski, Z., Miller, D., Borchelt, D.R., Lewis, J., 2018. Analysis of spinal and muscle pathology
in transgenic mice overexpressing wild-type and ALS-linked mutant MATR3. Acta Neuropathol
Commun 6, 137. https://doi.org/10.1186/s40478-018-0631-0

Mroczek, S., Chlebowska, J., Kulinski, T.M., Gewartowska, O., Gruchota, J., Cysewski, D., Liudkovska, V.,
Borsuk, E., Nowis, D., Dziembowski, A., 2017. The non-canonical poly(A) polymerase FAM46C
acts as an onco-suppressor in multiple myeloma. Nat Commun 8.
https://doi.org/10.1038/s41467-017-00578-5

Namouchi, A., Gdmez-Mufoz, M., Frye, S.A., Moen, L.V., Rognes, T., Ténjum, T., Balasingham, S.V., 2016.
The Mycobacterium tuberculosis transcriptional landscape under genotoxic stress. BMC
Genomics 17, 791. https://doi.org/10.1186/s12864-016-3132-1

Niu, C., Livingston, C.M., Li, L., Beran, R.K., Daffis, S., Ramakrishnan, D., Burdette, D., Peiser, L., Salas, E.,
Ramos, H., Yu, M., Cheng, G., Strubin, M., v, W.E.D., Fletcher, S.P., 2017. The Smc5/6 Complex
Restricts HBV when Localized to ND10 without Inducing an Innate Immune Response and Is
Counteracted by the HBV X Protein Shortly after Infection. PLOS ONE 12, e0169648.
https://doi.org/10.1371/journal.pone.0169648

Watanabe, S., Tanimoto, Y., Yamauchi, S., Tozawa, Y., Sawayama, S., Watanabe, Y., 2014. Identification
and characterization of trans-3-hydroxy-l-proline dehydratase and Al-pyrroline-2-carboxylate
reductase involved in trans-3-hydroxy-I-proline metabolism of bacteria. FEBS Open Bio 4, 240—
250. https://doi.org/10.1016/j.f0b.2014.02.010

Photoactivatable RNA analogues-Protein Crosslinking

Hong, S., Freeberg, M.A,, Han, T., Kamath, A., Yao, Y., Fukuda, T., Suzuki, T., Kim, J.K., Inoki, K., 2017.
LARP1 functions as a molecular switch for mTORC1-mediated translation of an essential class of
mRNAs. elife 6, €25237. https://doi.org/10.7554/elife.25237

Urdaneta, E.C., Vieira-Vieira, C.H., Hick, T., Wessels, H.-H., Figini, D., Moschall, R., Medenbach, J., Ohler,
U., Granneman, S., Selbach, M., Beckmann, B.M., 2019. Purification of cross-linked RNA-protein
complexes by phenol-toluol extraction. Nature Communications 10, 1-17.
https://doi.org/10.1038/s41467-019-08942-3



RNA crosslinking to membrane (not northern blotting)

Braun, Y., Smirnova, A.V., Weingart, H., Schenk, A., Ullrich, M.S., 2009. Coronatine Gene Expression In
Vitro and In Planta, and Protein Accumulation During Temperature Downshift in Pseudomonas
syringae. Sensors (Basel) 9, 4272-4285. https://doi.org/10.3390/s90604272

Gaillard, M., Pradervand, N., Minoia, M., Sentchilo, V., Johnson, D.R., van der Meer, J.R., 2010.
Transcriptome analysis of the mobile genome ICEclc in Pseudomonas knackmussii B13. BMC
Microbiol 10, 153. https://doi.org/10.1186/1471-2180-10-153

RNA-protein crosslinking

Chalissery, J., Banerjee, S., Bandey, I., Sen, R., 2007. Transcription Termination Defective Mutants of
Rho: Role of Different Functions of Rho in Releasing RNA from the Elongation Complex. J Mol
Biol 371, 855-872. https://doi.org/10.1016/j.jmb.2007.06.013

Gao, J., Schatton, D., Martinelli, P., Hansen, H., Pla-Martin, D., Barth, E., Becker, C., Altmueller, J.,
Frommolt, P., Sardiello, M., Rugarli, E.I., 2014. CLUH regulates mitochondrial biogenesis by
binding mRNAs of nuclear-encoded mitochondrial proteins. J Cell Biol 207, 213-223.
https://doi.org/10.1083/jcb.201403129

Guallar, D., Bi, X., Pardavila, J.A., Huang, X., Saenz, C., Shi, X., Zhou, H., Faiola, F., Ding, J.,
Haruehanroengra, P., Yang, F., Li, D., Sanchez-Priego, C., Saunders, A, Pan, F., Valdes, V.J,,
Kelley, K., Blanco, M.G., Chen, L., Wang, H., Sheng, J., Xu, M., Fidalgo, M., Shen, X., Wang, J.,
2018. RNA-dependent chromatin targeting of TET2 for endogenous retrovirus control in
pluripotent stem cells. Nature Genetics 50, 443-451. https://doi.org/10.1038/s41588-018-0060-
9

Iwasaki, S., Floor, S.N., Ingolia, N.T., 2016. Rocaglates convert DEAD-box protein elF4A into a sequence-
selective translational repressor. Nature 534, 558-561. https://doi.org/10.1038/nature17978

Kim, D., Song, S., Lee, M., Go, H., Shin, E., Yeom, J.-H., Ha, N.-C., Lee, K., Kim, Y.-H., 2014. Modulation of
RNase E Activity by Alternative RNA Binding Sites. PLOS ONE 9, e90610.
https://doi.org/10.1371/journal.pone.0090610

Kim, D.-Y., Kwak, E., Kim, S.-H., Lee, K.-H., Woo, K.-C., Kim, K.-T., 2011. hnRNP Q mediates a phase-
dependent translation-coupled mRNA decay of mouse Period3. Nucleic Acids Res 39, 8901—
8914. https://doi.org/10.1093/nar/gkr605

Kim, D.-Y., Woo, K.-C., Lee, K.-H., Kim, T.-D., Kim, K.-T., 2010. hnRNP Q and PTB modulate the circadian
oscillation of mouse Rev-erb alpha via IRES-mediated translation. Nucleic Acids Res. 38, 7068—
7078. https://doi.org/10.1093/nar/gkq569

Konieczny, P., Stepniak-Konieczna, E., Taylor, K., Sznajder, t.J., Sobczak, K., 2017. Autoregulation of
MBNL1 function by exon 1 exclusion from MBNL1 transcript. Nucleic Acids Res 45, 1760-1775.
https://doi.org/10.1093/nar/gkw1158

Kuroyanagi, H., Kobayashi, T., Mitani, S., Hagiwara, M., 2006. Transgenic alternative-splicing reporters
reveal tissue-specific expression profiles and regulation mechanisms in vivo. Nature Methods 3,
909-915. https://doi.org/10.1038/nmeth944

Lee, K.-H., Kim, S.-H., Kim, D.-Y., Kim, S., Kim, K.-T., 2012. Internal Ribosomal Entry Site-Mediated
Translation Is Important for Rhythmic PERIOD1 Expression. PLOS ONE 7, e37936.
https://doi.org/10.1371/journal.pone.0037936

Lee, K.-H., Kim, S.-H., Kim, H.-J., Kim, W., Lee, H.-R., Jung, Y., Choi, J.-H., Hong, K.Y., Jang, S.K., Kim, K.-T.,
2014. AUF1 contributes to Cryptochromel mRNA degradation and rhythmic translation. Nucleic
Acids Res 42, 3590-3606. https://doi.org/10.1093/nar/gkt1379

Lim, I., Jung, Y., Kim, D.-Y., Kim, K.-T., 2016. HnRNP Q Has a Suppressive Role in the Translation of Mouse
Cryptochromel. PLOS ONE 11, e0159018. https://doi.org/10.1371/journal.pone.0159018



Meyer, K., Koster, T., Nolte, C., Weinholdt, C., Lewinski, M., Grosse, |., Staiger, D., 2017. Adaptation of
iCLIP to plants determines the binding landscape of the clock-regulated RNA-binding protein
AtGRP7. Genome Biology 18, 204. https://doi.org/10.1186/s13059-017-1332-x

Rolfsson, O., Middleton, S., Manfield, I.W., White, S.J., Fan, B., Vaughan, R., Ranson, N.A., Dykeman, E.,
Twarock, R., Ford, J., Cheng Kao, C., Stockley, P.G., 2016. Direct Evidence for Packaging Signal-
Mediated Assembly of Bacteriophage MS2. ) Mol Biol 428, 431-448.
https://doi.org/10.1016/j.jmb.2015.11.014

Romero-Ldpez, C., Rios-Marco, P., Berzal-Herranz, B., Berzal-Herranz, A., 2018. The HCV genome
domains 5BSL3.1 and 5BSL3.3 act as managers of translation. Scientific Reports 8, 1-12.
https://doi.org/10.1038/s41598-018-34422-7

Urdaneta, E.C., Vieira-Vieira, C.H., Hick, T., Wessels, H.-H., Figini, D., Moschall, R., Medenbach, J., Ohler,
U., Granneman, S., Selbach, M., Beckmann, B.M., 2019. Purification of cross-linked RNA-protein
complexes by phenol-toluol extraction. Nature Communications 10, 1-17.
https://doi.org/10.1038/s41467-019-08942-3

Woo, K.-C., Kim, T.-D., Lee, K.-H., Kim, D.-Y., Kim, W., Lee, K.-Y., Kim, K.-T., 2009. Mouse period 2 mRNA
circadian oscillation is modulated by PTB—mediated rhythmic mRNA degradation. Nucleic Acids
Res 37, 26—37. https://doi.org/10.1093/nar/gkn893

Wu, D., Murashov, A.K., 2013. MicroRNA-431 regulates axon regeneration in mature sensory neurons by
targeting the Wnt antagonist Kremen1. Front Mol Neurosci 6.
https://doi.org/10.3389/fnmol.2013.00035

RNA-RNA crosslinking

Patella, F., Leucci, E., Evangelista, M., Parker, B., Wen, J., Mercatanti, A., Rizzo, M., Chiavacci, E., Lund,
A.H., Rainaldi, G., 2013. MiR-492 impairs the angiogenic potential of endothelial cells. J Cell Mol
Med 17, 1006—-1015. https://doi.org/10.1111/jcmm.12085

Ziv, O., Gabryelska, M.M., Lun, A.T.L., Gebert, L.F.R., Sheu-Gruttadauria, J., Meredith, L.W., Liu, Z.-Y.,
Kwok, C.K., Qin, C.-F., MacRae, |.J., Goodfellow, I., Marioni, J.C., Kudla, G., Miska, E.A., 2018.
COMRADES determines in vivo RNA structures and interactions. Nat Methods 15, 785—-788.
https://doi.org/10.1038/s41592-018-0121-0

Sterilization

Jarvi, S.I., Quarta, S., Jacquier, S., Howe, K., Bicakci, D., Dasalla, C., Lovesy, N., Snook, K., McHugh, R.,
Niebuhr, C.N., 2017. High prevalence of Angiostrongylus cantonensis (rat lungworm) on eastern
Hawai‘i Island: A closer look at life cycle traits and patterns of infection in wild rats (Rattus spp.).
PLoS One 12. https://doi.org/10.1371/journal.pone.0189458

Krasnoslobodtsev, A.V., Peng, J., Asiago, J.M., Hindupur, J., Rochet, J.-C., Lyubchenko, Y.L., 2012. Effect
of Spermidine on Misfolding and Interactions of Alpha-Synuclein. PLoS One 7.
https://doi.org/10.1371/journal.pone.0038099

Martinez-Hernandez, F., Fornas, O., Lluesma Gomez, M., Bolduc, B., de la Cruz Pefa, M.J., Martinez,
J.M., Anton, J., Gasol, J.M., Rosselli, R., Rodriguez-Valera, F., Sullivan, M.B., Acinas, S.G.,
Martinez-Garcia, M., 2017. Single-virus genomics reveals hidden cosmopolitan and abundant
viruses. Nature Communications 8, 1-13. https://doi.org/10.1038/ncomms15892

Petrochenko, P.E., Skoog, S.A., Zhang, Q., Comstock, D.J., Elam, J.W., Goering, P.L., Narayan, R.J., 2013.
Cytotoxicity of cultured macrophages exposed to antimicrobial zinc oxide (ZnO) coatings on
nanoporous aluminum oxide membranes. Biomatter 3. https://doi.org/10.4161/biom.25528



Virus Inactivation

Akao, T., Kimura, T., Hirofuji, Y., Matsunaga, K., Imayoshi, R., Nagao, J., Cho, T., Matsumoto, H., Ohtono,
S., Ohno, J., Taniguchi, K., Kaminishi, H., 2010. A poly(y-glutamic acid)—amphiphile complex as a
novel nanovehicle for drug delivery system. Journal of Drug Targeting 18, 550-556.
https://doi.org/10.3109/10611861003599453

Berger, A.K., Danthi, P., 2013. Reovirus Activates a Caspase-Independent Cell Death Pathway. mBio 4.
https://doi.org/10.1128/mBio.00178-13

Frascaroli, G., Lecher, C., Varani, S., Setz, C., van der Merwe, J., Brune, W., Mertens, T., 2018. Human
Macrophages Escape Inhibition of Major Histocompatibility Complex-Dependent Antigen
Presentation by Cytomegalovirus and Drive Proliferation and Activation of Memory CD4+ and
CD8+ T Cells. Front. Immunol. 9. https://doi.org/10.3389/fimmu.2018.01129

Fung, T.S., Liu, D.X., 2017. Activation of the c-Jun NH 2 -terminal kinase pathway by coronavirus
infectious bronchitis virus promotes apoptosis independently of c-Jun. Cell Death & Disease 8,
1-13. https://doi.org/10.1038/s41419-017-0053-0

Galivo, F., Diaz, R.M., Wongthida, P., Thompson, J., Kottke, T., Barber, G., Melcher, A, Vile, R., 2010.
Single-Cycle Viral Gene Expression, Rather Than Progressive Replication and Oncolysis, Is
Required for VSV Therapy of B16 Melanoma. Gene Ther 17, 158-170.
https://doi.org/10.1038/gt.2009.161

Goritzka, M., Pereira, C., Makris, S., Durant, L.R., Johansson, C., 2015. T cell responses are elicited against
Respiratory Syncytial Virus in the absence of signalling through TLRs, RLRs and IL-1R/IL-18R. Sci
Rep 5. https://doi.org/10.1038/srep18533

Kim, Y.-E., Ahn, J.-H., 2015. Positive Role of Promyelocytic Leukemia Protein in Type | Interferon
Response and Its Regulation by Human Cytomegalovirus. PLoS Pathog 11.
https://doi.org/10.1371/journal.ppat.1004785

Kim, Y.J., Kim, E.T., Kim, Y.-E., Lee, M.K., Kwon, K.M., Kim, K.I., Stamminger, T., Ahn, J.-H., 2016.
Consecutive Inhibition of ISG15 Expression and ISGylation by Cytomegalovirus Regulators. PLoS
Pathog 12. https://doi.org/10.1371/journal.ppat.1005850

Kwon, K.M., Oh, S.E., Kim, Y.E., Han, T.-H., Ahn, J.-H., 2017. Cooperative inhibition of RIP1-mediated NF-
KB signaling by cytomegalovirus-encoded deubiquitinase and inactive homolog of cellular
ribonucleotide reductase large subunit. PLoS Pathog 13.
https://doi.org/10.1371/journal.ppat.1006423

Lum, F.-M., Lee, D., Chua, T.-K., Tan, J.J.L., Lee, C.Y.P,, Liu, X., Fang, Y., Lee, B., Yee, W.-X., Rickett, N.Y.,
Chia, P.-Y., Lim, V., Leo, Y.-S., Matthews, D.A,, Hiscox, J.A., Ng, L.F.P., 2018. Zika Virus Infection
Preferentially Counterbalances Human Peripheral Monocyte and/or NK Cell Activity. mSphere 3.
https://doi.org/10.1128/mSphereDirect.00120-18

Makris, S., Bajorek, M., Culley, F.J., Goritzka, M., Johansson, C., 2016. Alveolar Macrophages Can Control
Respiratory Syncytial Virus Infection in the Absence of Type | Interferons. J Innate Immun 8,
452-463. https://doi.org/10.1159/000446824

Qin, Z., Freitas, E., Sullivan, R., Mohan, S., Bacelieri, R., Branch, D., Romano, M., Kearney, P., Oates, J.,
Plaisance, K., Renne, R., Kaleeba, J., Parsons, C., 2010. Upregulation of xCT by KSHV-Encoded
microRNAs Facilitates KSHV Dissemination and Persistence in an Environment of Oxidative
Stress. PLOS Pathogens 6, €1000742. https://doi.org/10.1371/journal.ppat.1000742

Romero, N., Van Waesberghe, C., Favoreel, H.W., 2020. Pseudorabies virus infection of epithelial cells
leads to persistent but aberrant activation of the NF-kB pathway, inhibiting hallmark NF-kB-
induced pro-inflammatory gene expression. J Virol JVI.00196-20, jvi;JV1.00196-20v1.
https://doi.org/10.1128/JVI.00196-20



Satkunanathan, S., Kumar, N., Bajorek, M., Purbhoo, M.A,, Culley, F.J., 2014. Respiratory Syncytial Virus
Infection, TLR3 Ligands, and Proinflammatory Cytokines Induce CD161 Ligand LLT1 Expression
on the Respiratory Epithelium. J Virol 88, 2366—2373. https://doi.org/10.1128/JV1.02789-13

Turnbull, M.L., Wise, H.M., Nicol, M.Q., Smith, N., Dunfee, R.L., Beard, P.M., Jagger, B.W., Ligertwood, Y.,
Hardisty, G.R., Xiao, H., Benton, D.J., Coburn, A.M., Paulo, J.A., Gygi, S.P., McCauley, J.W.,
Taubenberger, J.K., Lycett, S.J., Weekes, M.P., Dutia, B.M., Digard, P., 2016. Role of the B Allele
of Influenza A Virus Segment 8 in Setting Mammalian Host Range and Pathogenicity. Journal of
Virology 90, 9263—-9284. https://doi.org/10.1128/JV1.01205-16

Unger, B.L., Faris, A.N., Ganesan, S., Comstock, A.T., Hershenson, M.B., Sajjan, U.S., 2012. Rhinovirus
Attenuates Non-typeable Hemophilus influenzae-stimulated IL-8 Responses via TLR2-dependent
Degradation of IRAK-1. PLoS Pathog 8. https://doi.org/10.1371/journal.ppat.1002969

Wang, G., Li, R,, Jiang, Z., Gu, L., Chen, Y., Dai, J,, Li, K., 2016. Influenza Virus Induces Inflammatory
Response in Mouse Primary Cortical Neurons with Limited Viral Replication [WWW Document].
BioMed Research International. https://doi.org/10.1155/2016/8076989

Wang, Q., Miller, D.J., Bowman, E.R., Nagarkar, D.R., Schneider, D., Zhao, Y., Linn, M.J., Goldsmith, A.M.,
Bentley, J.K., Sajjan, U.S., Hershenson, M.B., 2011. MDAS and TLR3 Initiate Pro-Inflammatory
Signaling Pathways Leading to Rhinovirus-Induced Airways Inflammation and
Hyperresponsiveness. PLoS Pathog 7. https://doi.org/10.1371/journal.ppat.1002070

Zhong, Y., Liao, Y., Fang, S., Tam, J.P., Liu, D.X., 2012. Up-Regulation of Mcl-1 and Bak by Coronavirus
Infection of Human, Avian and Animal Cells Modulates Apoptosis and Viral Replication. PLOS
ONE 7, e30191. https://doi.org/10.1371/journal.pone.0030191

Ziegler, C.M., Eisenhauer, P., Bruce, E.A., Weir, M.E., King, B.R., Klaus, J.P., Krementsov, D.N., Shirley,
D.l., Ballif, B.A., Botten, J., 2016. The Lymphocytic Choriomeningitis Virus Matrix Protein PPXY
Late Domain Drives the Production of Defective Interfering Particles. PLoS Pathog 12.
https://doi.org/10.1371/journal.ppat.1005501



